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Species Gene Symbol Gene ID GenBank Accession Transcript
Human RGCC 28984 BC038706 NM_014059
About the gene

Official Symbol RGCC

Previous Symbol C13orfl5

Official Full Name | regulator of cell cycle

Synonyms bA157L14.2; RGC-32; RGC32
Location 13q14.11

Gene Type protein_coding

Uniprot ID QI9H4X1

Pathway/Library others

This gene is thought to regulate cell cycle progression. It is induced by p53 in response to DNA damage,
or by sublytic levels of complement system proteins that result in activation of the cell cycle. The encoded
protein localizes to the cytoplasm during interphase and to centrosomes during mitosis. The protein forms
Gene Summary a complex with polo-like kinase 1. The protein also translocates to the nucleus in response to treatment
with complement system proteins, and can associate with and increase the kinase activity of cell division
cycle 2 protein. In different assays and cell types, overexpression of this protein has been shown to
activate or suppress cell cycle progression.
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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